Figure S2. Related to Figure 4
A Expression Z-Scores for missense only
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Figure S2: Alternative grouping for cis-expression differences. Related to Figure 4. For the main text
Figure 4, only missense mutations and frameshift indels were considered. The top 15 t-values using
an extended definition of missense mutations to include in-frame indels A. And frameshift/nonsense

mutations, here, include splice site mutations B.



